Abstract
 The furthermost challenge facing the molecular biology community today is to make sense of the wealth of data that has been produced through the genome sequencing projects. The cells cover a central core called nucleus, which is warehouse of an important molecule known as DNA. These are packaged in small elements know as chromosomes. They are collectively known as the genome. While the computerized applications are used all around the world, there come to mind that the collection of a vast amount of data are accessed by peoples. The significant information hidden in vast data is attracting the researchers of multiple regulations to make study in developing effective approaches to gain the hidden knowledge within them. In protein and DNA analysis, the sequence mining techniques are used for sequence alignments, sequence searching and sequence classifications. The researchers are showing their interest on protein sequence analysis, in the field of protein sequence classifications. It has the capability to discover the persistent structures that exist in the protein sequences. This work explains various techniques methods to analyze protein sequence data and also provides an overview of different protein sequence analysis methods.
