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Abstract Abstract:

Hefty amounts of biological data are accumulated for research with the advancement of sequencing technologies. Genetic
Document Sections diseases are caused by the deformity in the inherited genes. Identifying rait ciseases through DNA analysis is a prime task in

| Itrosucton diagnosing an ailment Igentifcation of disease based on mutations in the gene sequences is an essental and challenging task
in the medical diagnosis of genetic disorders such as Muscular dysirophy. Muscular dystrophy is a rare disease tat alters the.

11 Materisls and Methods siructure and nature of the muscles that deteriorate the musculoskeletal system ang hinder locomotion. There are rine major

1 Exporiments andResuts K795 O MUSCUIr Gystrophy and it s via o identiy th type of muscuir dystrophy for poper dagnosis and treatment.Hence
2 new model is proposed for predicting the disease accurately with the gene sequences, which are mutated by adopting an

. Gonelusion approach ke positonal cloning on the reference cDNA sequence. This paper addresses the problem by considering mutated
gene sequences of ity ive genes that causes five types of muscular dystrophy and developing an eficient patiem recognition

Autnors model using supervised patte classication technique. The resultant the trained model shows the prediction accuracy of
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