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ataxia s crucial in biomedical study. Numerous models for affinity
prediction have been developed through machine learning and deep
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learning. The basic deep neural network architecture uses a inear stack of o ———
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neural network uses sharing of layers but the models are affected, when
there is a change in layer. Hence complex models cannot be constructed - -

and cannot predict binding affinity efficiently. This problem can be

overcome by customizing the layers i deep neursl network srchtecture In L.
<his research work, the neswork layers are defined by sharing features with Vol 28 No, 13 2019)
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structures for protein protein interaction and 313 complexes are attained





